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Figure 5 

MetSerllePheSerLysTyrGluGlyLeu AlaSerAlaLeuSerAlaValThrAlaAsp 20 

GlyGlyArgAsnProPheAsnValVallle GluLysProIleSerSerThrValGlyLeu 40 

IleGluGlyArgGluThrLeuLeuPheGly ThrAsnAsnTyrLeuGlyLeuSerGlnSer 60 

ProAlaAlalleGluAlaAlaValGluAla AlaArgAlaTyrGlyValGlyThrThrGly 80 

SerArglleAlaAsnGlyThrGlnGlyLeu HisArgGlnLeuGluGluArgLeuCysThr 100 

PhePheArgArgArgHisCysMetValPhe SerThrGlyTyrGlnAlaAsnLeuGlyThr 120 

IleSerAlaLeuAlaGlyLysAspAspTyr LeuLeuLeuAspAlaAspSerHisAlaSer 140 

IleTyrAspGlySerArgLeuGlyHisAla GlnVallleArgPheArgHisAsnAspAla 160 

AspAspLeuHisLysArgLeuArgArgLeu AspGlyThrProGlyAlaLysLeuValVal 180 

ValGluGlylleTyrSerMetMetGlyAsp ValValProMetAlaGluPheAlaAlaVal 200 

LysArgGluThrGlyAlaTrpLeuLeuAla AspGluAlaHisSerValGlyValMetGly 220 

GluHisGlyArgGlyValAlaGluSerAsp GlyValGluAspAspValAspPheValVal 240 

GlyThrPheSerLysSerLeuGlyThrVal GlyGlyTyrCysValSerAsnHisAlaGly 260 

LeuAspLeuIleArgLeuCysSerArgPro TyrMetPheThrAlaSerLeuProProGlu 280 

VallleAlaAlaThrMetAlaAlaLeuThr GluLeuGluAsnArgProGluLeuArgVal 300 

ArgLeuMetAspAsnAlaArgArgLeuHis AspGlyLeuGlnAlaAlaGlyLeuArgThr 320 

GlyProGlnAlaSerProValValSerVal IleLeuAspAspValAlaValAlaValAla 340 

PheTrpAsnArgLeuLeuAspLeuGlyVal TyrValAsnLeuSerLeuProProAlaThr 360 

ProAspGlnHisProLeuLeuArgThrSer ValMetAlaThrHisThrPrpGluGlnJle 380 

AspArgAlaValGluIlePheAlaValVal AlaGlyGluMetGlylleAsnArgAlaAla 400 
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Figure 6 

MetThrSerLeuPheSerLysPheGluGly ThrAlaGlyAlaLeuGlySerValValAla 20 
ValGlyGlyArgAsnProPheAlaValVal IleGluLysProValSerSerThrValGly 40 
IlelleGluGlyArgGluTTirLeuLeuPhe GlyThrAsnAsnTyrLeuGlyLeuSerGln 60 
SerLysAsnAlalleGlnAlaAlaGlnGln AlaAlaAlaAlaCysGly ValGlyThrThr 80 

GlySerArglleAlaAsnGlyThrGlnSer LeuHisArgGlnLeuGluLysAspIleAla 100 

AlaPhePheGlyArgArgAspAlaMetVal PheSerThrGlyTyrGlnAlaAsnleuGly 120 

IlelleSerThrLeuAlaGlyLysAspAsp HisLeuPheLeuAspAlaAspSerHisAla 140 

SerlleTyrAspGlySerArgLeuSerAla AlaGluVallleArgPheArgHisAsnAsp 160 

ProAspAsnLeuTyrLysArgLeuLysArg MetAspGlyThrProGlyAlaLysLeuIle 180 

ValValGluGlylleTyrSerMetThrGly AsnValAlaProIleAlaGluPheValAla 200 

ValLysLysGluThrGlyAlaTyrLeuLeu ValAspGluAlaHisSerPheGlyValLeu 220 

GlyGlnAsnGlyArgGlyAlaAlaGluAla AspGlyValGluAlaAspValAspPheVal 240 

V'alGlyThrPheSerLysSerLeuGlyThr ValGlyGlyTyrCysValSerAspHisPro 260 

GluLeuGluPheV'alArgLeuAsnCysArg ProTyrMetPheThrAlaSerLeuProPro 280 

GluVallleAlaAlaThrThrAlaAlaLeu LysAspMetGlnAlaHisProGluLeuArg 300 

LysGlnLeuMetAlaAsnAlaGlnGlnLeu HisAlaGlyPheValAspIleGlyLeuAsn 320 

AlaSerLysHisAlaThrProVallleAla ValThrLeuGluThrAlaGluGluAlalle 340 

ProMetTrpAsnArgLeuLeuGluLeuGly ValTyrV'alAsnLeuSerLeuProProAfa 360 

ThrProAspSerArgProLeuLeuArgCys SerValMetAlaThrHisThrProGluGln 380 

IleAlaGlnAlalleAlallePheArgGln AlaAlaAlaGluValGlyValThrlleThr 400 
ProSerAlaAla 

Figure 7 

5 ' — CTGGCTGCCTGTATCGTCTCTCTCAAGCAG — 3' 



Figure 8 

5 '-ACGGCTGCAGCTGGTCTTGCCGTATCT- 



3' 
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Figure 9 
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5 ' — GGCAAACCTCGGCATTATTTCCACGCTGGC — 3' 
Figure 10 

5 ' — GCGAATCTGGTGTAG C CGGAGGAAGGCTG — 3 ' 
Figure 11 

5 ' — GC CAGCGTGGAAATAATGCCGAGGTTTG CC — 3 ' 



Figure 12 

5 ' — CAGCCTTCCTCCGGCTACACCAGATTCGC— 3' 



